[Analysis of thermostable direct hemolysin-producing Vibrio parahaemolyticus by pulsed-field gel electrophoresis].
We investigated the source of thermostable direct hemolysin-producing Vibrio parahaemolticus infection (positive strains) that causes Vibrio parahaemolticus food poisoning. We investigated the coincidence rate of serotypes isolated from samples of sea water used to store clams in 1998 in Shizuoka Prefecture, and those isolated from patients who developed symptoms of food poisoning in the same year. Furthermore, using isolated types 03:K6 and 04:K68, We treated the chromosomal DNA with a restriction endonuclease Sfi I and compared the digestion patterns by pulsed-field gel electrophoresis (PFGE). (1) Of 225 samples of sea water used to store clams, the thermostable direct hemolysin gene was detected in 23 samples by the PCR method. Among these 23 samples, 10 positive strains were detected in five samples. The serotypes of these productive strains were 03:K6 (four isolates), 03:K37 (two isolates), 04:K8 (one isolate), 04:K9 (two isolates) and 04:K68 (one isolate). (2) The five serotypes isolated from the sea water samples were consistent with those of 17 of 17 cases (100%) of which serotypes could be confirmed by this institute and 94 of 100 strains (94%) isolated in a large scale outbreak of food poisoning that occurred in the same year. (3) Using types 03:K6 and 04:K68 isolated from sea water samples and patients, chromosomal DNA were compared among the isolates by PFGE. As a result, of 28 isolates examined, 26 isolates showed a similar electrophoretic migration pattern between the sources and serotypes. The etiologic strains for Vibrio parahaemolyticus food poisoning appear to have been derived from the environment. Regarding the findings that types 03:K6 and 04:K68 showed a similar electrophoretic migration pattern, these types can be considered to belong to the same PFGE type.